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Although recent studies have revealed that non-coding RNAs (ncRNAs) are
involved in tumorigenesis, the physiological significance of ncRNAs remains unknown. We have
demonstrated that the telomerase reverse transcriptase hTERT exhibits RNA-dependent RNA polymerase
(RdRP) activity and promotes tumorigenesis. In this study, we analyzed RNAs binding to hTERT in
cancer cells to examine the involvement of RARP activity in tumorigenesis. In these analyses, we
found that the RdRP activity of hTERT dissolves R-loop structure formed by TERRA, which contributes

to genome stability.
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