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Cell free DNAs (cfDNAs) contain tumor-derived DNAs. We focused on CTNNB1
mutation, which has been reported to be associated with therapeutic effects of immune checkpoint
inhibitors, and SEPT9, a cancer-specific DNA methylation found in HCC, and established a highly
sensitive method to detect cfDNA with each abnormality using digital PCR. TERT promoter C228T
mutation is frequently found in HCC. We confirmed the association between changes in the amount of
TERT promoter-positive cfDNA (mutant DNA) during atezolizumab plus bevacizumab therapy and

therapeutic response.
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TTCATTCAGCTGAGCCAGGGGGCCTAGGGGCTCCTCCGGCGGCTAGCTCTGCACT
GCAGGAGCGCGGGCGCGGCGCCCCAGCCAGCGCGCAGGGCCCGGG
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TTATTTAGTTGAGTTAGGGGGT TTAGGGGTTTTTTCGGCGGTTAGTTTTGTATT
GTAGGAGCGCGGGCGCGGCGTTTTAGTTAGCGCGTAGGGTTCGGG
chrl7: 75369484

RAYIT74 MEIE DT EIEATIALDNABCS

TTATTTAGT TGAGTTAGGGGGTTTAGGGGTTTTTTTGGTGGTTAGTTTTGTATT
GTAGGAGTGTIGGGTGTGGTGTTTTAGTTAGTGTGTAGGGTTTGGG
chrl7: 75369484
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