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Correlation of clock genes with peripheral blood gene expression by treatment of
sleep abnormalities iIn psychiatric disorders.

Ozaki, Yuuki
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We are checking how the expression of sleep genes in the peripheral blood
changes before and after treatment of psychiatric disorders, focusing on depression severe enough to
require inpatient treatment. They also use actigraphy to confirm how sleep status has changed.
Since it is difficult to collect data on patients with severe depression due to mental symptoms such
asliessation of thinking, it is difficult to obtain consent for the study and data are difficult to
collect.
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Fold P- FDR p-
Name Chr | Region

change |value |value
PER1 17 | complement(8140472..8156506) 1 0.99 1

complement(238244044..23829010
PER2 2 -1.01 0.94 1
2)

PER3 1| 7784291..7845177 -1.53 0.08 0.82




complement(106991364..10709354

CRY1 12 -1.4 0.24 0.93
9)
CRY2 11 | 45847118..45883248 1.27 0.2 0.91
3.32E-
CLOCK 4 | complement(55427903..55546909) -1.32 0.69
03
ARNTL 11| 13276652..13387266 1.14 0.21 0.91
Fold P- FDR p-
Name Chr | Region
change | value |value
PER1 17 | complement(8140472..8156506) -1.15 0.44 0.95
PER2 2 | complement(238244044..238290102) -1.16 0.4 0.94
PER3 1| 7784291..7845177 1.61 0.05 | NaN
CRY1 12 | complement(106991364..107093549) -1.33 0.37 | NaN
CRY2 11 | 45847118..45883248 -1.35 0.13 0.89
CLOCK 4 | complement(55427903..55546909) 1.23 0.04 0.79
ARNTL 11| 13276652..13387266 -1.2 0.1 0.87
241 133 55.2
GHQ-30 CGl GAF
p 0.01

p=0.005 OR=0.381

95 C1=0.195-0.743
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