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In this study, we developed the drug-inducible and hematopoietic
cell-specific S-adenosylmethionine (SAM) synthase knock-out mouse. We confirmed the knock-out
efficiency by gene expression analysis and mass spectrometry analysis. We found that the SAM
synthase knock-out induced hematopoietic stem and progenitor cell (HSPC) reduction within several
days. Additional analyses revealed that cell-intrinsic SAM synthesis is inevitable for the
maintenance of HSPCs. p53 pathway alteration might be involved in the loss of HSPCs induced by this
SAM synthase knock-out.
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