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Search for Novel Cancer Therapeutic Targets Based on Large-Scale Genomics and
Functional Screening
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In recent years, molecular targeted drugs have been developed for
hematologic tumors and cancers. However, even with treatment using molecular targeted drugs,
resistant cells often proliferate, making complete eradication difficult. Therefore, this study aims

to develop new therapies that are effective against a wide range of cancers while minimizing severe
adverse events by identifying genes essential for the survival of both cancer and normal cells.
First, 907 genes crucial for cancer survival were identified from cancer databases. Additionally,
screening in hematopoietic stem cells identified 49 genes essential for cancer survival but not for
hematopoietic stem cell survival, along with 11 disadvantageous genes. In the future, I hope to
identify promising therapeutic targets from the identified genes.
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