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Regulatory mechanism of pancreatic cancer metabolism by metabolic shift of
carbohydrate and amino acid metabolism

Itoyama, Rumi
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Metabolism in cancer cells differs from that of normal cells, and it is
believed that cancer cells remodel their metabolic pathways. Amino acids are particularly useful as
targets for focused metabolomics because they are involved in a wide range of metabolic pathways.
The cancer screening tests have been developed by measuring amino acid concentrations in blood, and

the results show specific changes in each cancer type. ) o i
In this study, we focused on serine, a non-essential amino acid, and clarified a new mechanism by

which serine biosynthesis is up-regulated in pancreatic cancer cells to maintain their proliferative
potential.
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