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Effects of spontaneous breathing on the diaphragm during ventilation by rabbit
models of severe lung injury

Yukiko, koyama
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A model of severe lung injury was created using rabbits. Rabbits were
divided into two groups, one with strong spontaneous respiration and the other without spontaneous
respiration, and were placed on ventilatory management; at the end of 0, 4, and 10 hours, the
diaphragm of the rabbit was removed and the extent of diaphragm injury was examined. In the group
that remained strongly spontaneously breathing, injury to the diaphragm was observed over time.
Pathology showed inflammatory cell infiltration, degeneration of the muscle belly, and other
changes. In the group without spontaneous breathing, neither inflammatory cell infiltration nor
degeneration of the muscle belly was observed. This proves that the diaphragm is inflamed and the
muscle belly is degenerated when spontaneous breathing is left strongly. Furthermore, the maximum
inspiratory pressure was measured over time, and it peaked at 8 hours and then dropped, suggesting
that muscle fatigue had occurred.
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