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Analysis of molecular mechanisms and physiological functions in regulation of
protein metabolism by D-amino acids
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The effects of D-amino acids on autophagy were screened and analyzed in
intestinal cells, and several D-amino acids that activate autophagy were identified. The autophagy
activation by D-amino acids suggested the existence of a mechanism different from that of general
nutrient starvation signaling. Therefore, we performed transcriptome analysis of the D-amino acids
that activate autophagy and analyzed their effects on intracellular signals from in silico analysis,

and the changes in gene expression suggested their involvement in specific signals. Furthermore, we
verified the effect of D-amino acids on autophagy by using fermented foods rich in D-amino acids,
and found that the content ratio of D-amino acids and coexisting components functioned to regulate

autophagy -
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