2022 2023

Cupin

Establishment of Plant Paleoproteomics

Nishiuchi, Takumi

5,000,000

( ) Cupin

Cupin
6 RNA-Seq

Cupin
RNA-Seq

We attempted to develop a foundation for plant paleoproteomics, which
reveals plant genera and species by detecting and identifying Cupin superfamily proteins, which are
plant seed proteins that remain in carbonized seeds and carbonized food crusts attached to
archaeological potteries. For carbonized rice, it was found that Japonica and Indica species could
be discriminated if the samples were well preserved. For the charred food crusts adhering to
archaeological potteries, Cupin family proteins from rice, soybean, and walnut were efficiently
detected, and genus and species could be identified. On the other hand, RNA-Seq analysis was
performed on six current acorn species for which little protein information was available, and a new

protein database was created to improve the foundation for detecting more diverse plant species.
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