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Development of a microscope/cell sorter to identify killer T cells that attack
cancer simply by observing them

Kakimi, Kazuhiro
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We utilized GMI (Ghost Motion Imaging) technology to develop a novel cell
analyzing and sorting system capable of identifying killer T cells that attack cancer simply by
observing them. The GMI method utilizes measured cell image data directly without reconstructing
images, enabling rapid identification of cell characteristics through machine learning. Using GMI
technology, we established a method to differentiate T cells with different functions and
differentiation states, which acquire various functions upon antigen stimulation, solely based on

image information rather than conventional identification via fluorescent antibodies targeting cell
surface markers.
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