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Establishment of Data Science Platform for Accelerating Drug Discovery in
Emerging Infectious Disease Pandemic

Iwami, Shingo
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To avoid healthcare collapse during emerging infectious disease outbreaks,
establishing standard treatments is crucial. Drug repositioning strongly supports this by
identifying existing drugs for new uses. However, the efficacy of approved drugs for emerging
infectious diseases may differ due to their mechanism of action and target molecules, making it
impossible to directly apply existing administration methods. Thus, there is a need for mathematical

information infrastructure to overcome these challenges. This study focuses on interdisciplinary
fusion research, emphasizing drug repositioning, which holds the potential to rapidly explore
therapeutic options for infectious diseases. We have developed mathematical information
infrastructure technology to explosively accelerate the establishment of standard treatments for

COVID-19.
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