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Role of developmental regulatory genes in siphonophore colony formation
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single-cell RNAseq

In order to elucidate the mechanism of the formation of the siphonophore
colony, we conducted a comprehensive gene expression analysis of the budding region of individual
zooids, followed by a detailed gene expression localization and functional analysis of the candidate

genes. The gene expression analysis revealed that, in addition to stem cell marker genes, different
developmental regulatory genes are expressed in each budding region. These factors showed
characteristic expression localization not only in the budding region but also inside each zooids.
In order to analyze gene functions, we established a microinjection method for stem and started
single-cell RNAseq analysis to investigate the role of the candidate genes in the formation of the
colony.
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