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Autophagy: Molecular mechanism and its integration into cell physiology
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Using molecular biology techniques, we clarified the intracellular localization of the 18 core Atg
proteins, as well as the mechanistic basis of PAS formation. We also employed the heat-tolerant yeast K.
marxianus in rapidly progressing structural studies of the Atg proteins.

As part of our physiological analysis of autophagy, we identified novel receptor proteins that facilitate
selective forms of autophagy, and identified the phosphorylation events and upstream kinases that
regulate this process. In addition, we demonstrated the bulk turnover of RNA by autophagy and

uncovered its underlying mechanism.
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