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Massive Parallel Evolutionary Computation Theory based on a Molecular Realization of
WetGA
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We proposed WetGA implemented on biomoleculer experiments based on the knowledge o
btained in the applications of evolutionary computation inspired from real life. We achieved the ideal po
pulation distribution transition through twelve generations in the application testbed which engineers tyr
RS protein to recognize new substrate. We modeled the difficulty of the fitness landscape then actually e
volved a new protein b¥ new generation alternation model which can start with one local minima. We analyz
ed the mutation accumulation distribution in each generation by reading the sequences of all samples. We
also proposed a new evolutionary computation scheme assuming massive parallel computer architectures.
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