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The aim of this study was to evaluate the effect of genetic polymorphism for BRCAL
associated protein (BRAP), toll-like receptor 4 (TLR4), apolipoprotein B(APOB) gene on the incidence risk
of lifestyle related diseases in a large-scale longitudinal cohort study. Based on the incidences of hype

rtension, diabetes mellitus, obesity, dyslipidemia, hyperuricemia and high serum gamma-GTP level and the s
erial change in those related physiological and laboratory results, BRAP gene polymorphism (rs11066001) wa
s shown to have significant effect on the onset of diabetes mellitus and HbAlc level.
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