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Mechanism of histone dimethylation regulating

DNA damage response
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To secure genome integrity of the cells DNA damage signals are amplified and persi
sts, if DNA double strand breaks are remained. This study demonstrated that , G9a, a histone H3 dimethylas
e, Is_involved in persisted DNA damage signal amplification. G9a was found to be relocated to the chromati
n regions harboring DNA damage, and it executed dimethylation of histone H3 at Lysine 9. Dimethylated hist
one H3 at Lysine 9 was recognized by 53BP1 through its so-called Tudor domain, thereby amplified 53BP1 foc
i formation was maintained. The study indicated that dimethylation of histone H3 at Lysine 9 by recruted G
9a to DNA damage sites is essential for the persistence of amplified DNA damage signals.
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