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DNA double-strand breaks (DSBs) are repaired by the error-free homologous
recombination pathway and error-prone non-homologous end joining. Ubiquitination is indispensable
post-translational modification for DSB response. Here, we focused on the mechanism of BRCAl-independent
HR and ubiquitination-dependent regulation of HR. In this research project, we found that E3 ubiquitin
ligase RNF8 regulates RAD51 assembly at DSB sites in the absence of BRCAL and 53BP1. We also found that
deubiquitinating enzyme OTUB2 finely regulates DSB-induced ubiquitination and enables HR.
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