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In the human and mouse, vast majority of the genome is transcribed into RNAs, prod
ucing a huge number of non protein-coding RNAs. These noncoding RNAs associate with chromatin-modifying co
m?Iexes, and are assumed to regulate epigenetic gene expression. In this study, we have performed function
al analysis of a nuclear matrix protein hnRNP U that regulate chromosomal localization of Xist, a renowned

noncoding RNA involved in the X chromosome inactivation. We found that hnRNP U also regulates the chromos
omal localization and function of noncoding RNAs such as Kcnglotl and Airn, and the allele-specific expres
sion of the imprinted loci were impaired upon depletion of hnRNP U. We also performed genome-wide gene exp
ression analysis of the hnRNP U depleted cells, and found that multiple allele-specific expression were al
so disturbed. We found a novel noncoding RNA expressed from the allele-specific locus, and its transcripts
were also associated with the chromosome in a mono-allelic manner.
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