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Chromosome evolution in Lepidoptera analyzed by comparative FISH mapping
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We obtained information of Bombyx mori single orthologs from Plutella xylostella,
Endoclita excrescens and Stenopsyche marmorata by means of EST analyses. BAC libraries in the latter two
species were also constructed in the present study. The BAC-FISH experimental system in these species
were successfully developed to analyze chromosome correspondence to the model Lepidoptera, the silkworm.
Comprehensive genome comparison between B. mori and the target species revealed that conserved synteny of
gene order is apparent in P. xylostella. While a trichopteran representative, S. marmorata showed only
putative microsyntenic correspondence to the gene order of the silkworm. Pieris does not have conserved
synteny in spite of well conserved correspondence between the two species.
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