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Molecular mechanism of the selective AID targeting at the IgV-region
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To elucidate the molecular mechanism of GANP interacted with AID in generation of

antibody affinity maturation in B cells, GANP interacting proteins was identified in the nuclear extract f
rom human B cell line Ramos cells. GANP interacts with histones and induces chromatin modification with th
e acetylation though the GANP HAT domain. GANP binds to the rearranged IgV region. This position is relaxe
d during IgV transcription. Transcription complex similarly retains during the IgV transcription, which pr
esumably maintains the DNA configuration for continuation and providing the opportunity of AID accession.
GANP recruits AID towards the selective site of the rearranged IgV region to augment mutation frequencg. W
e further clarified the role of GANP in the choice of DNA repair pathways after the DNA injury caused by A
ID at the IgV region gene. GANP is essentially involved in maintenance of DNA and the genome integrity for
efficient DNA mutations during antibody affinity maturation.
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(1) GANP @ RNA ZikEF—7 (RRM) |2 &
% RNA %%k & FE A MEA2FAT=, Rev A7
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I AENTIZ L o TEEMNZHE O™ Lz, 7|
~F o EERTAE AN, LV DITU S
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M7 — & % BUS UIERT L7z, BR1E Nature

Communications EEICHEFR LT,

acetylation

K9 K27 acetylation

NH2 | m
@sz&‘w

transcription ( ij; v

& elongation Qﬁb )
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