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Diagnostic methods to predict the development of autoimmune diseases by gene polymor
phisms of immune regulatory factors
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In order to develop the predictive diagnostic methods for the development and prog
nosis of autoimmune thyroid diseases, we analyzed the single mononucleotide polymorphisms (SNPs) of immune
regulatory factors in patients with Hashimoto™s disease and with Graves® disease. We clarified the useful
ness of ZFAT Ex9b-SNP10T/A, MTRR +66A/G, IL-10 -592A/C and TSHR rs179247A/G SNPs to predict the developmen
t of hypothyroidism under 50 years old in patients with Hashimoto"s disease, and that of TBX21 -1514T/C, H
LX -742C/G, 1L-13 -1112C/T, CD40 -1C/T,FCRL3 -169C/T, DNMT1 +32204A/G and TSHR rs179247A/G SNPs to predict
the intractability of Graves® disease against anti-thyroid drug therapy. Furthermore, we clarified the im
portance of an EPO -1125G/T SNP which determine the strength of angiogenic capability for the development
of Graves" disease. These data indicate that the SNPs of immune regulatory factors are useful for the pred
ictive diagnostic methods for autoimmune diseases.
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