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Construction of predictive algorithm for therapeutic effect and exploration of molec
ular targets in esophageal cancer by the next-generation integrated genome analysis
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In order to make personalized medicine for esophageal squamous cell carcinoma (ES
CC) , omics data were obtained from tumor samples with detailed clinical data in patients with ESCC treate
d by sufficiently systematized protocols through next generation sequencing- and microarray-based methods,
and integrated. Through this approach, we constructed algorisms to perform the estimation of malignancy a
nd prognosis of ESCC using molecular markers. In addition we identified novel candidate genes for a diagno
stic, prognostic, prophylactic and/or therapeutic target in ESCC as well as other cancers, indicating our
approach to be useful and widely applicable for various types of cancers.
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