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Treatment strategies of recurrent hepatitis C after liver transplantation based on I
L28B singlencleotide polymorphism.
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A nationwide survey of living donor liver transplantation (LDLT) for hepatitis C v
irus-positive recipients was performed in Japan. Of 514 recipients collected in the study, 361 patients un
derwent antiviral treatment after liver transplantation. VR rate was 64.1%, and SVR rate was 38.3%. The 5-
yr and 10-yr cumulative patient survival with SVR (94.1% and 83.0%) were significantly superior than those

without SVR (79.7% and 60.8%). Presence of the major allele (TT) in both the recipient and the donor corr

esponded to SVR of 58.2%. Presence of the minor allele (TG or GG) in either the recipient or the donor cor
responded to SVR of 15.7%, 16.7% and 28.5%. Multivariate analysis revealed that genotype of 1L28B polymorp
hisms in either the recipient or donor was an independent factor for achieving SVR. 1In conclusion, our st
udy demonstrated that both donor and recipient IL28B genotype were strongly associated with graft survival
and response to IFN/RBV therapy for LDLT recipients.
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