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A monkey malaria parasite Plasmodium knowlesi was found in blood samples collected
both from people living in Khanh Phu area, Vietnam and from those living on the border between Quang Tri
province, Vietnam and Savannakhet province, Laos. The four monkey malaria species, P. knowlesi, P. inui, P
. cynomolgi and P. coatneyi and the three human malarial species, P. falciparum, P. vivax ans P. malariae
were detected from salivary glands of Anopheles dirus collected by the human landing catch method in Khanh
Phu area. The DNA of P. knowlesi was detected from fecal samples collected from a P. knowlesi infecting e
xperimental macaque monkey and wild monkeys. P. knowlesi gametocytes were produced in the blood of P. know
lesi infecting people. Human malaria transmission was found to be maintained by a specific small groups. T

errain, vegetation, land use, livelihood of residents revealed to be related to the infectious diseases.
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