©
2011 2014

Relationship between autophagy regulation by SIRT2 and its spindle assembly
checkpoint function
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We previously identified SIRT2, a member of the sirtuin protein family, as a
regulator of turning of SAC activation. We investigated whether SIRT2 regulates basal autophagy and
whether it is mediated by centrosome function since SIRT2 knockdown cells exhibited the centrosome
fragmentation during SAC cause by the exposure to microtubule inhibitors. We show, by combined knockdown
of autopha?y genes and SIRT2, that SIRT2 serves this function at least ﬁartially by suppressing basal
autophagy levels. However, the centrosome function is not involved in this function. Alternatively, we
identified a possible pathway that mediates SAC-Off and the subsequent cell death among
autophagy-regulated pathways and independently a cell cycle regulator. To delineate the relationship
among autophagy and the regulatory pathway will lead to precise understanding of mechanism of SAC-Off and
the subsequent cell death, which will increase the efficacy of microtubule inhibitors on tumor therapy.
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