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Establishment of the haploid breeding method using kinetochore malfunction lines
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In this study, | tried to establish the haploid breeding method using kinetochore
malfunction lines. First, plants expressing GFP::CENH3 (centromere specific histone H3) were made by trans
formations using Arabidopsis, tobacco and tomato for the purpose. Next, RNAi constructs to knock down inte
rnal CENH3 were transformed to the plants. Some transformants having these constructs were isolated but ex
pression levels of internal CENH3 in the transformants were as same as these in wild type. These results s
uggested that RNAi method is not sufficient for the purpose.
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