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Analyses of the mechanism of broad-spectrum disease resistance by BSR1 in rice
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Overexpression of BSR1, a novel kinase gene, confers broad-spectrum disease resist
ance against bacterial and fungal pathogens in rice. Microarray and genetic analyses uncovered that the re
sistance is largely independent of the salicylic acid pathway. Loss-of-function analyses showed that BSR1
is involved in Innate immunity of rice. Overexpression of BSR1 conferred resistance against two more disea

ses in addition to leaf blight and blast in rice. Further, overexpression of BSR1 conferred resistance to
bacterial speck in dicot tomato.
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