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Establishment of an antigen-specific immune regulating method by using food antigens

Yoshida, Tadashi
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The aim of this study is to understand the mechanism of hyposensitization therapy
for allergic diseases. Our results showed that the balance of Ca2+ signal and JNK signal in T cells would
determine whether activation or tolerization was induced to the T cells. We actually demonstrated that t
he altered balance of those signals which was made by inhibitors induced activation or tolerization depend
ing on the concentration of the inhibitors, indicatin% that we can regulate the induction of T cell tolera
nce and activation arbitrary. Furthermore, we identified the genes which distinctly expressed in tolerize
d T cells comprehensively by transcriﬁtome analysis using next generation DNA sequencer. Some of the gene
s were also up-regulated just after the stimulation which induces tolerance to T cells. These findings co
ntribute to establish the safe and certain method for inducing immune tolerance.
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Values having diferent leters are significantly diferent by Tukey-kramer test (P < 0.01).
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gene Fold change p value
basic helix-loop-helix family, member e41 1.86 0.02
yippee-like 3 1.83 0.04
bromodomain adjacent to zinc finger domain, 2B 1.44 0.08
early growth response 2 (Egr2) 142 0.81
zinc finger protein 26 iLEE) 0.04
methyltransferase like 17 2.06 0.12
HemK methyltransferase family member 1 143 0.20
histone deacetylase 7 (HDAC7) 1.40 0.05
neuritin 1 (Nrn1) 2.99 0.01
acid-sensing (proton-gated) ion channel 3 2.72 0.00
ubiquitin associated and SH3 domain containing 2.24 0.05
integrin alpha E, epithelial-associated (Itgae) 1.93 0.05
ring finger protein 128 (GRAIL) 173 0.20
cyclin-d dent kinase 2- iated protein 2 1.65 0.03
diacylglycerol kinase (DGK) 1.48 0.01
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