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Assessment of genetic disturbance via hybridization in marine fishes by artificially
introduced exotic populations
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Genetic disturbance via hybridization in Japanese temperate bass Lateolabrax japon
icus around Japanese coastal waters was assessed using mitochondrial DNA and microsatellite DNA markers. S
everal specimens collected in Kochi Prefecture were inferred as hybrid between native Japanese temperate b
ass and artificially introduced Chinese temperate bass, indicating the risk of non-native seed in marine a
quaculture. The assessment of genetic heterogeneity between native and non-native populations and the eval
uation of the possibility of hybridization prior to introducing non-native seed are desirable.



1990

1
342bp
DNA9
5
15 544
DNA
DNA9
2
7
DNA
1199bp
AFLP 6

11

272

DNA

143

DNA



12
265
379bp
1
DNA
5
544
DNA
9
DNA
DNA

DNA

STRUCTURE

DNA

DNA

DNA

DNA

356

405bp

DNA

143

DNA

12

15

DNA

F1

7 272

DNA
STRUCTURE

AFLP

12 356
DNA

. Lineage A

37°N

35°N

33°N

31



5 265
DNA

2

Gwak WS, Nakayama K. 2011. Genetic
variation and population structure of
the Pacific cod Gadus macrocephalus in
Korean waters revealed by mtDNA and
msDNA markers. Fisheries Science, 77:
945-952. Doi
10.1007/s12562-011-0403-2

Lee SJ, Lee SG, Gwak WS. 2012.
Population genetic structure and
genetic variability of the marbled
sole Pleuronectes yokohamae on the
coast of Gyeongsangnam-do, Korea.
Animal Cells and Systems, 16: 498-505.
Doi 10.1080/19768354.2012.702683

Gwak WS

2013 10 4 6

Gwak WS Han DH
DNA

2013 10 4 6

Gwak WS, Han DH, Nakayama K.
Population structure and sequence
divergence in the mitochondrial DNA
control region of gizzard shad

Konosirus punctatus in Korea and Japan.

9" Indo-Pacific fish conference, 2013
6 24 28

2012 9 21 24

o

@

®

“)
Gwak Woo-Seok

NAKAYAMA Kouji

50324661



