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Investigation of signaling mechanism for the anti-aging and the molecular basis of t
he immune senescence with ageing
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Their functions genes were extracted by the comprehensive analysis of senescence-a
ssociated genes involved in immune senescence, Involved light chain antibody genes (19 genes), leukemia-re
lated factors (gene 3), intestinal immune antibody production factor of (1 gene) has become a clear and he
avy chain. As a group of genes that increase in expression, immunoglobulin heavy chain-related genes (4 ge
nes), adipose tissue development-related factors (2 genes), nerve memory associated calmodulin-binding fac
tor, histone cluster-related genes, LDL (low density lipoprotein) scavenger gene, involvement colorectal c
ancer metastasis-related factors, and the like of (each one gene) becomes clear, changes were observed in
the group of genes a wide range that suggest possible the association between age-related disease.
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