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Development of risk evaluation method for xenobiotics based on the interindividual d
ifferences of drug-metabolizing enzymes
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The purpose of this study was to develop risk evaluation method for environmental
pollutants such as endocrine-disruptors and sick-building syndrome substances. The finding in this study s

uggest that diester phthalate hydrolysis activities in_human liver microsomes depend on the chemical struc
ture, and that the expression and inducibility of UGT in iPS cell-derived hepatocyte-like cells are simila

r that of human livers.
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