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Establishment of evaluation method for double strand repair capacity with peripheral
blood
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To approach the difference in the DSB repair function in healthy individuals and p
atients with hematological malignancies, we focused on the reversion ofgammaH2AX, an established marker of
DSB, to H2AX. Irradiation induced gammaH2AX in dose dependent manner. Maximal amount of gammaH2AX was ob
served at one hour after irradiation. Then the amount of gammaH2AX gradually decreased, suggesting the pro
gress of DSB repair. DSB repair evaluated by the dephosphorylation of gammaH2AX was significantly decrease
d in older (over 39) volunteers than younger ones. Age-matched analysis between volunteers and post-chemot
herapeutic lymphoma patients revealed increase of DSB repair in patients, indicating that the impairment o
T DNA repair function is affected more by aging than chemotherapy. Our results suggest that aging is a si
gnificant factor for decreased DSB repair after irradiation, which might be associated with increased prev
alence of cancer in aged individuals.
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