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JapanesePlex: a method for identification of being Japanese using Japanese-specific
SNPs
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To find out Japanese-specific SNPs, a total of 875 DNA samples from Japanese in To
ttori and Okinawa, Koreans, Mongolians, Hans, Tibetans, Germans and Africans were investigated. Sixty-seve
n (nearly) Japanese-specific SNPs were observed. Of them, 57 showed the highest frequencies in Okinawa, an
d 43 were also observed in Koreans at lower frequencies. DNA samples from Jomon remains in Hokkaido were i
nvestigated for three SNPs at the GALNT11l, H19 and PLA2G12A genes, and showed higher frequencies in every
SNP than those from Okinawa, suggesting that the SNPs observed at the highest frequencies in Okinawa were
of Jomon lineage. For forensic practice, 50 SNPs with high frequency and no linkage disequilibrium were se
lected. A multiplex typing method based on single-based primer extension technology were established. This

JapanesePlex method permitted the identification of being Japanese with high probability.
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