©
2011 2013

Modulation in the expressin of hypothalamic protein tyrosine phosphatase 1B

Banno, Ryoichi
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Hypothalamus is well known to play an important role in the regulation of energy b
alance. High-fat diet (HFD) increases hypothalamic Protein tyrosine phosphatase 1B (PTP1B) expression leve
Is, and hypothalamic PTP1B deficient models protect against diet induced obesity. While PTP1B has therefor
e been implicated as a key regulator of energy homeostasis, the factors regulating PTP1B expression in the

hypothalamus, particularly under obese conditions, remain to be fully elucidated. Since several lines of
evidence have suggested that HFD induces hypothalamic inflammation accompanied by increasing levels of inf
lammatory cytokines such as TNF-alpha and IL6, in addition to ER stress, we examined whether these factors
could regulate PTP1B expression and activity by using hypothalamic organotypic cultures. Our data show th
at TNF-alpha significantly increases PTP1B expression and activity in the hypothalamus, and that these eff
ects are mediated via TNF-alpha induced NF-kappa-B activation.
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TNFa  increases hypothalamic PTP1B
activity via the NFk B pathway in rat
hypothalamic organotypic cultures.
Ito Y, Banno R, Hagimoto S, Ozawa Y,
Arima H, 0Oiso Y.
Regul Pept. 2012 Feb 10;174(1-3):

58-64.

6

The Endocrine Society 93rd Annual
Meeting (June 4-7, 2011; Boston, USA)
TNFa  increases hypothalamic PTP1B
expression via the NFk B pathway

in rat hypothalamic organotypic
cultures.
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