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Elucidating molecular basis of adult disease development by examining fetal tissues

Rakwal, Randeep
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Our results based on global gene expression analysis using DNA microarray revealed

differential gene changes after maternal undernutrition, suggesting undernutrition influences mRNA expres
sion of numerous genes including those that might be involved with neurodevelopmental disorders like autis
m or diabetes. Utilizing another complementary high-throughput omics approach, namely proteomics (2D-DIGE)
, we identified 15 differentially expressed proteins whose expression levels changed by undernutrition. Am
ong 13 majorly down-regulated proteins, 5 proteins whose abundance decreased were identified as RNA intera
cting proteins, reported to be involved in enhancing stabilit¥ of mRNA and accuracy of splicing.
We believe that maternal undernutrition influenced mRNA stability and accuracy of splicing by a change in

gene expressions along with decreased expression of RNA interacting protein in fetal brain, and which migh
t result in psychiatric disorders and lifestyle-related diseases.
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Decreased Dmrtc2 Doublesex- and mab-3-related transcription factor C2

Decreased 4732456N10Rik  hypothetical protein LOC 239673
Decreased Baspl Brain acid soluble protein 1

Decreased Tmtc2 Tmtc2 protein

Decreased Eeflal Elongation factor 1-alpha 1

Decreased Rbmxrt Heterogeneous nuclear ribonucleoprotein G
Decreased Dsp Desmoplakin

Decreased  Ankrd6
Decreased Hnmpa0
Decreased Hnmpa2bl
Decreased Hnmpc
Decreased Marcksll
Decreased Hnmpal
Increased  Gnbl

Isoform 1 of Anky rin repeat domain-containing protein 6
heterogeneous nuclear ribonucleoprotein AQ

Isoform 3 of Heterogeneous nuclear ribonucleoproteins A2/B1
Uncharacterized protein

MARCKS-related protein

Putative uncharacterized protein
Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-1

Increased  Gap43 Neuromodulin Gap junction B-50, Basp2, GAP-43
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