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Copy number variations and risk of schizophrenia: an analysis in a multiplex pedigre
e and a following case-control study
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Schizophrenia is a severe neuropsychiatric disorder with complex genetic etiology.
Recent studies have revealed that rare or large (>500kb or >1Mb) copy number variations (CNVs) associated
with schizophrenia. In a previous study, we have conducted a genome-wide CNV screening in a Japanese mult
iplex pedigree and have found two large (>500kb) CNVs (1g21.2; 505 kb and 16qg11.2; 1,180 kb) in this pedig
ree.
Here, we identified copy numbers of these two CNVs in the multiplex pedigree using real-time polymerase ch
ain reaction method. We found deletions (one copy) of both CNVs in affected and unaffected individuals. Ne
xt, we assayed these CNVs in 646 schizophrenia individuals and 674 control individuals. However, there wer
e no significant association between the CNVs and schizophrenia. Also these CNVs are common in our Japanes
e control samples.
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