©
2011 2013

Meta-analysis to follow-up genome-wide association study in scizophrenia

Takahashi, Sakae
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We have finished genotyping 12 Single Nucleotide Polymorphisms (SNPs)in 536 schizo
phrenic families (1633 members including 699 schizophrenics). These SNPs were important in previous genome
-wide association study (GWAS). As a result, two genes were significantly associated with schizophrenia. W
e are submitting the results to a major English journal.
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1 Tools for the statistical analysis of
family-based association studies
(PBAT) version 3.6
www . hsph.harvard.edu/clange/defaul t.
htm

2 Family Based Association Test
(FBAT)version 2.0.3
http://ww_hsph.harvard.edu/fbat/fbha
t_htm

3 R package version 2.15.3,
version 1.6
http://ww._r-project.org/

4 PLINK version 1.07
http://pngu.mgh.harvard.edu/~purcell
/plink/

5 Haploview version 4.2
http://ww_broadinstitute.org/haplov
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