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Misawa, Kiyoshi

3,900,000 1,170,000
BMI1 EZH2
BMI1 EZH2
BMI1 EZH2 DNA
histone deacetylase inhibitors BMI1 EZH2

BMI1 EZH2

The polycomb proteins BMI1 and EZH2 are characteristic components of the PRC1 and
PRC2 repressor complexes, respectively, that modify chromatin. The polycomb proteins are overexpressed in
several human mali%nancies. Moreover, BMI1 and EZH2 may influence DNA methylation by direct interaction wi
th DNA methyltransferases. BMI1 and EZH2 expression were examined using quantitative RT-PCR. The methylati
on status of 9 genes was studied using methylation-specific PCR.Aberrant EZH2 and BMI1 mRNA expression was
observed in 27 (29.7%) and 22 (24.2%), respectively. Aberrant BMI1 and EZH2 expression was significantly
associated with shorter disease-free survival of the patients (P = .031 and P = .028, respectively). In ad
dition, aberrant BMI1 expression was associated with DNA hypermethylation in HNSCC tissues. Futhermore, we
show that histone deacetylase inhibitors downregulate expression of BMI1 and EZH2.It is conceivable that
inhibitors of BMI1 and EZH2 are likely to have high therapeutic value.
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