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Elucidation of CDDP sensitivity related factors on the head and neck cancer-using co
mprehensive proteomics analysis
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Establishment of a method to assess CDDP resistance before treatment would make it
possible to avoid unnecessary administration in cases when no effect was expected. We conducted a compreh
ensive, protein-level analysis of human head and neck cancer cell lines using a ProteinChip System with ce
Il lines that had sensitivity to CDDP, acquired resistance, and natural resistance. We found two peaks and
may therefore be effective markers for predicting CDDP effectiveness. Extracted proteins were labeled wit
h iTRAQ and analyzed to identify resistance. Protein expression was confirmed by western blotting and anal
ysis using siRNA. Seven proteins with specific resistance to CDDP, including alfa-enolase. Functional anal
ysis for alfa-enolase by siRNA showed that CDDP sensitivity significantly was increased in naturally resis
tant cell line. Such proteins could be used as biomarkers for anticancer agent resistance and as targets o
T cancer therapy.
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