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Characterization of the outer membrane protein complex in the Por secretion pathway
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Porphyromonas gingivalis, the etiologic agent of chronic periodontitis, secretes
C-terminal domain (CTD) proteins, which are involved in virulence and proliferation of this bacterium,
via the Por secretion pathway (PorSP). PorSP is composed of steps such as ﬁassage through the outer
membrane via the CTD-dependent Por secretion system (PorSS), cleavage of their CTDs by the CTD signal
peptidase PG0026, glycolipid-conjugation, and anchorage to the outer cell membrane and/or the
extracellular vesicles. PG0026 is one of the CTD proteins and secreted via PorSS, but undergoes no
successive modifications. In this study, | found that PG0026 anchors to the cell surface by interacting
with outer membrane protein PG27 that is involved in the glycolipid modification of CTD proteins, and
functions in processing of other CTD proteins such as gingipains. This study also demonstrates the
complex formation of the outer membrane proteins in PorSP.
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