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Analysis of osteoclast differentiation mechanism of suppression by docosahexaenocic a
cid

Akiyama, Masako

3,900,000 1,170,000
DHA DHA
SRANKL 3 BMMs DHA
EPA GO
PCR
DC-STAMP Siglec-15 Tspan7 Mstlr DHA

We performed gene expression analysis using microarrays to identify genes affected
by the DHA treatment during osteoclastogenesis. DHA strongly inhibited osteoclastogenesis at the late sta

ge. Among the genes up-regulated by the sRANKL treatment, 4779 genes were down-regulated by DHA and up-re
ulated by the EPA treatment. Gene ontology analysis identified sets of genes related to cell motility, ce
I adhesion, cell-cell signalin?i and_cell morphogenesis. Quantitative PCR analysis confirmed that DC-STAMP

, an essential gene for the cell fusion process iIn osteoclastogenesis, and other osteoclast-related genes
such as Siglec-15, Tspan7, and Mstlr were inhibited by DHA.
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