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Identification of TGF-beta signaling during palatal fusion
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Reported expression patterns for TGF-b receptors (TbR-1, -11, and -111) during pal
atogenesis suggest that they play essential roles in the mechanisms leading to palatal fusion. This study
was to compare the functions of the TbhRs during ﬁalatal fusion. Using organ culture of mouse palate, TbR-1
, -1, and -111 expressions were suppressed by the siRNAs of TbR-I, -I1, and -111, respectively. Phospho-S
MAD2 and MMP-13 expressions also measured. The siRNA treatment decreased the expression level of each rece
ptor. When treated with either siTbR-1 or -11, palatal shelves were complete clefting. Treatment with siTb
R-111 resulted in a persistent midline seam of medial edge epithelium (MEE). Treatment with all siTbRs alt
ered the pattern of phosphor-SMAD2. Treated with siTbR-1 or -11 showed altered MMP-13 expression levels. T

he ability to identify and recover MEE cells during palatal fusion will aid in the evaluation of the diffe
rent mechanistic events regulated by each TbR during palatogenesis.
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