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Genome wide screening of genomic DNA demethylation factors by genetic method.
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Epigenetics is a regulatory system for gene expression independent of genomic DNA
sequence. Genomic DNA methylation is one of epigenetics system, but the mechanisms of DNA demethylation re
main to be elucidated in animal cells. To uncover the DNA demethylation systems in animal cells, | tried t
0 screen new zebrafish mutants that have defects in DNA demethylation, but my research goal was not achiev
ed. In addition to mutant screenin%, I found that both activation-induced cytidine deaminase and methyl Cp
G-binding domain protein 4 do not function in DNA demethylation, and the level of DNA methylation is dynam
ically changed during development and caudal fin regeneration in zebrafish.
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