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Epigenetic regulation of primary lymphoid organ microenvironment
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We succeeded to purify thymic development stage specific PRC1 protein complexes. A
t ETP stage, PRC1.2 is major form of PRC1, however, at DN3 PRC1.4 form of PRC1 is major form. This corresp
onds well for the phenotype of different PCGF gene KO mice. We also succeeded to establish several floxed
PcG gene KO mice. Also we identified new lincRNA with might bind with PRC2
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Thymic T cell development and Polycomb group genes.
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0ld Concepts of Polycomb Repressive Complexes (PRC)

PRC2: Histone methylation| | PRC1: Histone mono-Ubigitination

PRC2: Ezh2, eed,Suz12 PRC: mel-18,bmi-1, Ring1A/B, m33,
Pc2, Pc3, Ph1

DNMT HMT
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PRC2 PRC1

Ub: H2AK119ub1

Me: H3K27me3

Dnmt: DNA methyltransferase
HDAC: Histone deacetylase

HMT: Histone N-methyltransferase
MBD: methyl-CpG binding protein

H3K27me3l HZA K119ubl
“@QO m

nm-

Chromatin remodeling
Repression of Transcription
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Heterogeneity of Polycomb Repressive Complexes (PRC)
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Question: What is a role of PRC1
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Heterogeneity and balance of PRC complexes (between PRC1.2 and PRC1.4)
in ETP/DN1 and DN3 stage
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POSSibi"t!: Differential expression of ANRIL-like lincRNA in the thymus (mouse) ?
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Results-4: quantitive RT-PCR measurement of lincRNA-AK148321 in Thymus

E15 thymocyte 0511

(exp-1)

(exp-2) 0.068
(exp-3) 0.155

CTEC 0.005

mTEC Not detected

It seems that lincRNA-AK148321 is expressed very low level in thymus,
however, thymocytes express it more than TEC do.

We will see the in vivo analysis with chr4A70Kb mice for the requirement of p19Arf .
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