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e OB (F530) : In this study, we performed studies as follows: (1) When exogenous miRNAs
(exo-miRNAS) are introduced into cells, endogenous miRNAs (endo-miRNAs) in the RISC may be
replaced with exo-miRNAs. We examined the fluctuation of target gene expression of endo-miRNAS
response to the introduction of an exo-miRNA using microarray. (2) We identified the crucial factors
that determine the efficacy of miRNA-mediated gene silencing, and successfully mathematized the
silencing efficacy using values reflecting base-pairing stabilities in miRNA duplex and seed-target

duplex.
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