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reconstruction of an external stimulus-dependent replication system
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Human has a natural gift to select appropriate antibody molecules from huge variet
y of molecular library, while an engineering technique that reconstructs the selection process against an
antigen of interest in a test tube is immature because the variety of the library molecules is a critical
and limiting factor of the current technique. | propose a new and challenging idea that breaks the limitat
ion by looking each DNA molecule as a test tube. The feasibility of the idea was experimentally studied an
d some elementary steps of the idea were shown to be realized.
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