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Human eye has a light—sensitive membrane protein. This sensor protein called rhodopsin
that can identify the color of the light. Contrary, a rhodopsin—like proteins were found
in some microorganisms, which have a light—driven ion transport (membrane potential)
features different from the eyes. In this study, in order to improve the light—driven
ion transport of microbial rhodopsin, the modified rhodopsins were prepared and visible
absorption spectra in equilibrium and transient states, and the trimeric structure of
modified rhodopsins were investigated.
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