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System evolution in chordate morphogenesis in view of gene evolution
of noncoding exons
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BFgERE R OMEL (3532) : To understand how emergence and degeneration of noncoding exon
1 is involved in morphological evolution in chordates, a testis formation-related gene
Dmrt1 was analyzed using several chordate species. The results indicated that DmrtI’s
noncoding exon 1 might have emerged during vertebrate evolution, which could give the
gene two types of promoters, contributing to divergence of expression patterns. However, it
might have degenerated because of changes of DMRT1 functions in testis formation and
maintenance during amniote evolution.
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