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WFZER S OMEBE (J9230) : We identified a gene encoding a novel secreted protein in mice,
humans, and zebrafish including Brorin, Brorin—like, Neucrin, and Fgf22. The
inhibition of Brorin and Brorin—like functions in zebrafish resulted in the impairment
of neural development. Brorin—like potentially plays roles in neural development and
functions. The knockdown of neucrin also suppressed neuronal differentiation and caused
increased cell proliferation and apoptosis in developing neural tissues. Neucrin plays
roles in neural development in zebrafish. The Fgf22 morphants were defective in proper
formation of the MHB constriction and the midbrain. The knockdown of Fgf22 caused
decreased cell proliferation in the midbrain, expanded expression of roof plate and
tegmental marker genes, and decreased expression of tectal marker genes. Furthermore
Fgf22 partially rescued the Fgf3/fgf8 double morphant phenotype. Fgf22 is involved in
midbrain development downstream of Fgf3 and Fgf8 in the MHB but not of Hh in the floor

plate.
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