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WFZER R OBEEE (F30) : We examined our two data sets of the genome-wide association studies
(GWAS) derived from a Japanese population was strictly classified as glaucoma and controls with
detail examination and diagnosis. We performed a GWAS by analyzing 653,519 autosomal common
single-nucleotide polymorphisms (SNPs) in 833 POAG patients and 686 controls. We then subdivided
the case groups into two subtypes based on the value of intraocular pressure (I0P) -POAG with high
IOP (high Pressure glaucoma, HPG) and that with normal 10OP (normal pressure glaucoma, NPG)
performed the GWAS. The results suggested that the variants from CDKN2B-AS1 locus were likely to
be significant for NPG patients (PLoS ONE: 7: 33389, 2012) .On the other hand we performed a

case-control study using 190 Japanese exfoliation glaucoma (XFG) patients and 660 controls. It is
currently under consideration of replication study of the association to identify specific marker for XFG.
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